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Supplemental Inventory  
 

Figure S1, related to Figure 1. Coefficients of genetic population membership of 361 

individuals representing 70 domestic breeds and 2 free-living populations of pigeon. 
Complete genetic structure results for K = 2-25. A subset of these results are shown in the main 

text due to space constraints. 

 

Table S1, related to Figure 1. Summary of populations. Contains a list of population 

abbreviations used in the paper and their corresponding full names, and well as the number of 

individuals genotyped, number of alleles, and heterozygosity statistics for each population. 

 

Table S2, related to Figure 1. Locus information for 32 microsatellite markers. Contains a 

list of names, primer sequences, repeat motifs, number of alleles, heterozygosity statistics, and 

differentiation statistics for the 32 markers used in this study. 

 

Table S3, related to Figure 1. Pairwise Dest values for breeds with n Ó 3 individuals. Genetic 

differentiation statistics for all breeds and populations in the study using a calculation optimized 

for smaller sample sizes. 

 

Table S4, related to Figure 1. Pairwise FST values for breeds with n Ó 3 individuals. Genetic 

differentiation statistics for all breeds and populations in the study using a standard calculation 

method. 

 

Supplemental Experimental Procedures 

Microsatellite identification, sample collection, DNA isolation, PCR and genotyping, data set 

filtering, linkage disequilibrium tests, genetic structure analysis, phylogenetic tree, and genetic 

differentiation statistics. 

 

Supplemental References 

 



 

 
Figure S1. 


